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| come to this question quite regularly and it always takes me a while to find what I'm looking for: that sea-born sns import matplotlib.pyplot as plt plt.show() # &lt;--- This is what you're looking for Note: In Python 2: Python 2, you can also use sns.plt.show(), but not in Python 3. Perfect example
#!/usr/bin/env python # -*- encoding: utf-8 -*- Visualize C_0.99 for all languages except 10 with the most characters. tuo merisyntyinen sns-tuontimatplotlib.pyplot nimella plt | = [41, 44, 46, 46, 47, 47, 48, 49, 51, 52, 53, 53, 53, 55, 55, 55, 55, 56, 56, 56, 56, 57, 57, 57, 57, 57, 57, 57, 58, 58, 58, 59, 59, 59,
59, 59, 59, 59, 59, 59, 60, 60, 60, 60, 60, 60, 60, 61, 61, 61, 61, 61, 61, 61, 61, 61, 61, 61, 62, 62, 62, 62, 62, 62, 62, 62, 63, 63, 63, 63, 63, 63, 63, 63, 63, 64, 64, 64, 64, 64, 64, 64, 64, 65, 65, 65, 65, 65, 65, 65, 65, 65, 65, 65, 66, 66, 66, 66, 66, 66, 66, 67, 67, 67, 67, 67, 67, 67, 67, 68, 68, 68, 68, 68, 69 ,
69, 69, 70, 70, 70, 70, 71,71, 71,71,71,72,72,72,72,73,73,73,73,73,73,73, 74, 74, 74, 74, 74, 75, 75, 75, 76, 77, 77, 78, 78, 79, 79, 79, 79, 80, 80, 80, 80, 81, 81, 81, 81, 83, 84, 84, 85, 86, 86, 86, 86, 87, 87, 87, 87, 87, 88, 90, 90, 90, 90, 90, 90, 91, 91, 91, 91, 91, 91, 91, 91, 92, 92, 93, 93, 93, 94,
95, 95, 96, 98, 98, 99, 100, 102, 104, 105, 107, 108, 109, 110, 110, 113, 115, 116, 118, 119, 121] sns.distplot(l, kde=True, rug=False) plt.show() Antaa Plotille yksimuunteisia tai bivariaattisia histogrammeja, jotka osoittavat tietoaineistojen jakautumisen. A histogram is a classic visualization tool that
represents the distribution of one or more variables by calculating the number of observations in disrete bins. This function can normalize the statistic calculated in each warehouse to estimate the frequency, density, or probability mass of the statistic, and can add a smooth curve obtained using a kernel
density estimate similar to kdeplot(). For more information, see the User's Guide. Parameters datapandas. DataFrame, numpy.ndarray, mapping, or sequencelnput data structure. Either a long-form vector collection that can be associated with named variables, or a large dataset that is internally formatted.
X, yvectors, or keys in dataAdvers that specify locations for x and y-axis. The tone of the data or the keyEmantic variable that is combined to determine the color of the drawing elements. the weight vector or key in the information If provided, weight the corresponding data points for the calculation of each
bin according to these factors. statistic{quantity, density, density, probability}Compile the statistics calculation to be calculated in each warehouse. the quantity shows the observation frequency, which shows the number of observations divided by the density of the bin width normalizes the quantities so that
the histogram area is 1 probability of normalizing the quantities so that the bar height sum is 1 number, vector, or two such valuesGene bin parameter, which can be the name of the reference rule, the number of bins, or bin breaks. Forwarded numpy.histogram_bin_edges(). binwidthnumber or a couple of
numbersWidth for each bin, skips bins, but can be used binrange. the minimum and highest value of the numbers binrangepair or pair at the edges of the bin; can be used with either bins or binwidth. By default, the data is extreme. discreteboollf True, the default is binwidth=1, and draw the bars so that
they focus on their corresponding data points. This avoids gaps that may otherwise appear when using delimiters (integer data). cumulativeboollf True, draw cumulative quantities as bins increase. common_binsboollf True, use the same bins when semantic variables produce multiple drawings. If a
reference rule is used to set up bins, it is calculated with the entire dataset. common_normboollf and normalized statistical data, normalisation applies throughout the dataset. Otherwise, normalize each histogram independently. multiple{layer, dodge, stack, fill}Approach to resolving multiple elements
when semantic mapping creates subsets. Relevant only with single-variable data. element{bars, phase, poly}Visual representation of histogram statistic. Relevant only with single-variable data. fillboollf True, fill the space under the histogram. Relevant only with single-variable data. reduce the width of
each bar relative to binwidth by this factor. Relevant only with single-variable data. kdeboollf true, calculate the core density estimate to smooth the distribution and display on the plot (in one or more) lines. Relevant only with single-variable data. kde_kwsdictParameters KDE calculation control, such as
kdeplot(). line_kwsdictParameters that control the visualization of KDE are transmitted to matplotlib.axes.Axes.plot(). threshnumber or NoneCells with a statistic of less than or equal to this value is transparent. Relevant only with two variable data. pthreshnumeromber or NoneLike thresh, but value [0.1] so
that cells whose aggregate counts (or other statistics, when used) up to this percentage of the total are transparent. a pmax or NoneA value in [0.1] that sets the saturation point of the color map to the value so that the cells below constat this proportion of the total (or other statistic when used). cbarboollf
this is True, add a color bar that marks the two-variable feature of the color definition. Note: Does not currently support plots with a good tone variable. cbar_axmatplotlib.axes.Axes Existing axes in the Color bar. cbar_kwsdictAdditional parameters. palettestring, list, dict, or
matplotlib.colors.ColormapMethod to select the semantic merging colors of the shades. String values are passed color_palette(). List or dictation values require categorical mapping, mapping, A color map object is a numeric mapping. hue_ordervector order in which a semantic categorical level of a tint is
processed and drawn. hue_normtuple or matplotlib.colors.NormalizeEither a value pair that defines the normalization range in data units, or an object that connects from data units to the [0.1] interval. Numeric mapping is required to use. colormatplotlib colorSingle color specification when not in use.
Otherwise, the plot will try to hook on the matplotlib feature cycle. log_scalebool number or a couple of bools or numbers Specify the log scale on the data axis (or axes with two variable data) and evaluate KDE in log mode. labelboollf unreal, block the legend of semantic variables. axmatplotlib.axes.Axeslf
existing axles are on the site. Otherwise, call matplotlib.pyplot.gca() internally. kwargsT-controlled keyword arguments are passed to one of the following matplotlib functions: Returns matplotlib.axes.AxesMatplotlib axes that contain a plot. See also displotFigure-level interface for distribution plotter
functions. kdeplotPlot sleepvariate or bivariate distribution using kernel density estimate. rugplotPlot ticks at each observation value along the x and/or y-axis. ecdfplotPlot empirical cumulative distribution functions. jointplotDraw two-variable plot with a single variable margin distribution. Notes The bins
used to calculate and draw histograms can have a significant impact on the insights from visualization. If the bins are too large, they may remove important features. On the other hand, too small stocks can be controlled by random variability, which masks the actual underlying distribution format. The
default bin size is determined by using a reference rule that depends on the sample size and variance. This works well in many cases (i.e. well-behaved data), but it fails in other cases. It's always good to try the sizes of different bins to make sure you're not missing something important. Use this function
to set up bins in several ways, such as specifying the total quantity of bin to use, the width of each bin, or specific locations where bins should break. For examples, see the APl documentation for axis-level functionality for more information about the scope of available options for each plotter type. Specify
variable x to plot single variable distribution on x-axis: penguins = sns.load_dataset (penguins) sns.histplot(data=penguins, x=flipper_length_mm) To rotate the drawing, specify the data variable on the y-axis: sns.histplot(data=penguins, y=flipper_length_mm) Check how well the histogram represents the
data by specifying the width of the different tray: sns.histplot(data=penguins, x=flipper_length_mm, You can also specify the total number of containers to use: sns.histplot(data=penguins, sns.histplot(data=penguins, bins=30) Add a kernel density estimate to smooth out the histogram and provide additional
information about the distribution format: sns.histplot(data=penguins, x=flipper_length_mm, kde=True) If x or y is not specified, the dataset is treated as a wide format and a histogram is plotted for each numeric column: sns.histplot(data=penguins) You can otherwise draw multiple histograms of long-form
datasets with a tone mat: sns.histplot(data=penguins, x=flipper_length_mm, hue=species) The default approach to drawing multiple distributions is layer them , but you can also stack them: sns.histplot(data=penguins, x=flipper_length_mm, hue=species, multiple=stack) Overlapping bars can be difficult to
resolve visually. A different approach would be to draw a step function: sns.histplot(penguins, x=flipper_length_mm, hue=species, element=step) You can move even further away from bars by drawing a polygon with a vertage to the center of each container. This may make it easier to see the form of
distribution, but use with caution: it is less clear to your audience that they are looking at a histogram: sns.histplot(penguins, x=flipper_length_mm, hue=species, element=poly) To compare the distribution of subsets with significantly different sizes, use vague density normalization: sns.histplot(penguins,
x=bill_length_mm , hue=island, element=step, stat=density, common_norm=False, ) It is also possible to normalize so that the height of each bar shows the probability , which make more sense with separate variables: tips = sns.load_dataset(tips) sns.histplot(data=tips, x=size, stat=probability,
discrete=True) You can even draw a histogram over categorical variables (although this is an experimental feature): sns.histplot(data=tips, x=day , shrink=.8) When using a tinted semantic with errd data, it may make sense to dodge levels: sns.histplot(data=tips, x=day, hue=sex, multiple=dodge, shrink=.8)
Real-world data is often skewed. For heavily skewed distributions, it is better to specify log mode bins. Comparison: planets = sns.load_dataset (planets) sns.histplot(data=planets, x=distance) To the log scale version: sns.histplot(data=planets, x=distance, log_scale=True) There are also several options
for histogram to appear. You can display unfilled bars: sns.histplot(data=planets, x=distance, log_scale=True, fill=False) Or unfilled step function: sns.histplot(data=planets, x=distance, log_scale=True, element=step, fill=False) Step functions, esepcialcially, when not filled, make it easy to compare
cumulative histograms: sns.histplot( data=planets, x=distance, hue=method, hue_order=[Radial Velocity, Transit], log_scale=True, element=step=, fill=False, cumulative , stat=density, common_norm=Untrue, ) When both x and y are determined, the histogram of the two variable is calculated heat map:
sns.histplot(penguins, x=bill_depth_mm, y=body _mass_g) It is also possible to determine the tone variable, although this does not work well if there are significant overlaps in the data at different levels: sns.histplot(penguins, x=bill_depth_mm, y=body mass_g, hue=species) Several color charts may make
sense when one of the variables is separate : sns.histplot( penguins, x=bill_depth_mm, y=species, hue=species, legend=False ) The bivariatic histogram accepts all the same calculation options as its single-variable counterpart , use of plurals x and y: sns.histplot (planets, x=year, y=distance, bins=30,
discrete=(True, False), log_scale=(False, True), ) The default behavior makes cells without observation transparent, although this can be disabled : sns.histplot(planets, x=year, y=distance, bins=30, discrete=(True, False), log_scale=(False, True), thresh=None, ) It is also possible to set a threshold and
saturation point of the color map according to the percentage of cumulative numbers : sns.histplot(planets, x=year, y=distance, bins=30, discrete=(True, False), log_scale=False(False, True), pthresh=.05, pmax=.9, ) To add a color map, add a color bar : sns.histplot( planets, x=year, y=distance, bins=30,
discrete=(True, False), log_scale=(False, True), cbar=True, cbar_kws=dict(shrink=.75), )
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